1 SAT7H ATV RADBTILERSNBEEE

B 7%, absolute viscosity #ft % ki B, absolute
zero [point] fuf &L

absorb-/ absorption~
O 77V —7 absorb i “WKINT 2" &>
I EOHEE, @ 7 7Y —7Y 3 absorption
3 W DEOHFTH B,

(D absorbance W JEEE, absorbed antiserum
We U i I 3E, absorbed dose W& IV ## &,
absorbent WA, absorber WIS iE, WX
2%, absorbing power WY BE

(2 absorption band WX ¥ > F, absorption
cell WX+ )L, absorption coefficient (absorption
index) WX {%%%, absorption curve Wk IX i
%, absorption factor (absorptivity) WX,
absorption intensity W% IX 7 [, absorption
maximum W& I¥ 1 K, absorption minimum
W X % /)N, absorption peak W IX ¥ — 7,
absorption photometry Wt/ EEVR

acceptor~
TR TY— “ZRE DEDL,
acceptor control ZAANIMH, ZAMKH
acceptor end Z K, acceptor site F""’*iﬁ

=2o3h

bz, AR

acid~/ acidic~/ acidity~

@O 7> v Facidld ‘B, Bt 0] 0
D4, WEET, % OREES neutral-~,
base~, @ 7 ¥ 7 4 v 7 acidic (¥ “fgED”
BOWAGT, %OKEiE basic~, @ 7
T4 7 4 — acidity 13”7 W& [1E] & “OEDF
#HC, % OEFEIL basicity~ TH %,

D acid accepter 5275k, acid-base catalysis
P G Bl /B FH,  acid-base equilibrium B2
J -5, acid-base indicator % i 3 5 7~ 3E,
acid-base pair [ i 5 %f, acid catalysis [ fil
WAER, acid-catalyzed reaction i filt i S Iy,
acid clay #8111, acid decomposition %4>

REE

fi#, acid dissociation constant % fi# #ff & %%,
acid dissociation exponent F£ fi# &ff 55 5, acid
dye % 1 % ¥}, acid fusion #8 Rl fi#, acid
indicator 8 1 & 7/~ ¥, acid number [# fff,
acid proof Mit &% @, acid rain &M, acid
resistance MM, acid resistant & [ ],
acid salt B8 1#:4fi, acid-sensitive i 1 $ 7 7z,
acid soap &1 - 1} A, acid strength FRTREE,
acid treating (acid treatment) [ 4L B, acid
value [#fffi, Arrhenius acid-base concept 7 L/
= 77 AR I F, Bronsted-Lowry acid-base
concept 7L ¥ A5 v F -1 —1) —EEE RS,
Lewis acid-base concept )L A A it 33

@ acidic amino acid 17 = / #, acidic
dye B3, acidic food M2 1E £, acidic
group BEMER, acidic oxide BEIERE (LY, acidic
solution VAW, acidic solvent [ IR 4,
acidification E2E(L, acidify B1EIZ 5

@ acidity function FEEEEI%Y, acidity index
Tk B2 FE 4

activate~/ activation~/ active~/
activity~

O 775 4 XA b activate 1Z“iEHELT 3,
EHNICT 27, OBOBEH, @ 7774 X
— ¥ 3 ¥ activation & “IEME: [{k]” OED
%ETT, ZFNZFN deactivate~ & deactivation~,
inactivation K EFETH D, @ 7774 7
active 13 “TEMEDH %, FOGHEDE W, ﬁ'é@J
7" OEODIAGT, inactive~ S EGEE,
@ 77T 4 €T 4 activity 13 “IGE (],
WEE) ], R OBOALFHTH 5,

@ activated alumina #%51% [{b] 71 3 F,
activated chacoal iM%, activated clay #5M:
M+, activated factor (active factor) 7 4 1k
[AF, activated macrophage 7%t~ 7 v 7
77—, ALK ERNE, activated molecule
1 k] 43¥-, activated oxygen JG LRSS,
activated sludge process JfiTE5E1%, activated

state [active state] 714 [{k] fRFE, activating
iGEAL, activating agent JEMEALA],  BETE A,
activating group (active group) 7k [{k] 3%,
activator iIEMEALIR T, WIEWE

@ activation energy % 4 b = % L ¥ —,
activation enthalpy iG b = > ¥ L E —,
activation entropy i& b = > b v ¥ —,
activation heat i 1 ft. 2%, activation inducer
molecule 7% £ [{k] 3 & 5 F, activation
parameter 15 {8 5 X — & —, activation
stage 75 1 {1k B¢ B, free energy of activation
WL E BT %L ¥ —, volume of activation
IE AR

® active acetyl CoA Ik 7 & F L fifi g %
A, active carbon (active charcoal) {E: %, [re]
active center Jf 4 H1.0, active form 1547,
active group J5143E, active hydrogen 77K
%, active immunity AEE /%, active material
IGMEYE, active methylene hydrogen % X
F L v KK, active one-carbon unit {514 C, Hi
iz, active oxygen 7 14:E£%, active permeation
(active transport) fi8BiifiX, active principle
B4y, active site 75 BT, active site-
directed irreversible inhibitor 7 H00AS A] i
BH % A, active species 7 4: ff, active state
itk (k] R

@ activity coefficient 75 & R %, activity
measurement i {4 I %€, activity of ion A F
v D&, activity staining #5144 {1, mean
activity coefficient “F¥3iG B 1R %k

addition~
TT 4 ay ‘4, wIN” OB,
1,2-addition 1,2- /I, 1,4-addition (conjugate
addition) 1,4- f/il, addition compound £/l
&%, addition product £ [4: B] #,
addition reaction £l SO

add - aff

adiabatic~

TTATNT 47 “WiEiNZ” OBRDIY
7l

adiabatic change Wi #4 %% {l, adaibatic
compressibility 7 #¢ H ffi I, adiabatic
compression W7 24 It fffi, adiabatic expansion
W Zu 23R, adiabatic potential Wi 24K 7 > >
¥ )V, adiabatic process i £ 2, adiabatic
reaction Wi 2SI

adsorb-/ adsorption~

® 7 FY—7adsorb i3 “Bk&ET 5" L

’)) BoWE, @ 7 FY—7Y a v adsorption
3 B (] oBO4AFHT, Zn60

i.f;%;i I Z N F 1 desorb-, desorption~ TH
5,

(D adsorbate W5 [#7]'E, adsorbed antiserum
e & 7 Piliif, adsorbent W5 HAl, adsorber
WA REE, WEH

(2 adsorption column W% # 7 4, adsorption
compound W& {LE%), adsorption equilibrium
W% P+, adsorption heat (heat of adsorption)
W #% 24, adsorption isobar W #% % T %,
adsorption isostere ¥ #5 % & ##, adsorption
isotherm W% % %% i 3, adsorption moisture
W% # 7K 4, adsorption potential W% % & fi7,
adsorptive WeEM: (D], WEHE

aerobic ~

I7uEy 7 RO, BRED, BHE
WBEIET S EZIETTE” L0w) DEDIE
A&, anaerobic~ DKEFETH 5,

aerobic bacterium (aerobe) #7-& 1% [l B,
aerobic metabolism #f & Y 4 3, aerobic
organism &5 M:2E¥), aerobic respiration %t
L[], aerobic treatment 474 M ALE]

affinity~
77 4=T 14— “BR, BN oED
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oxygen carrying protein  MEZEEME & > %
78
o peripheral protein A8 v R0 H

—

phosphoprotein

plasma protein

polycationic protein

preprotein

YV UEEY vy
=1

MmiEs > 78

%A A v (1]
YR rg

I ASAVA -}

Ras [protein]

TALY Y
B

receptor protein ZHRE]F ]
78
regulatory protein iy R0 H
reserve protein (storage g% v 3 7B
protein)
residual protein Ry VRIH
retinol binding protein LI =S
(RBP) T URIE
ribosomal protein VRY =¥
VA=t
secretory protein PWE R E

serum lipoprotein

SH-protein (thiol
protein)

Mg Y K& vos
78
SH% v 08

(FA—1%
VAV )

—

signal recognition PRV
protein (SRP) YRIE
simple protein Wiy o]
single cell protein (SCP) Hifiigs v 37
(=
single-strand[ed] — A 81 DNA #
DNA-binding protein &Y VRIE
small GTP-binding & 7 ¥ & GTP
protein (small G AN/
protein) (55 1R
G% v /80'H)
structural protein W&y v o8
a-tocopherol-transport e-ha7zu—
protein IVIGIE Y v 28
78
translation inhibitory RHE S v %
protein (TIP) VAt
transport protein ks v R H
uncoupling protein Witets 5 v % o
(=
very high-density HEEEY Xy
lipoprotein (VHDL) NIV
very low-density HRZEEY Ry
lipoprotein (VLDL) NIV
vitamin D-binding E % 3 VD
protein (DBP) e APV

~RNA
“~RNA” 13V RH4I% ribonucleic acid DT 2 £ T (55 1 =ESMH), MFEHIZE 2-39 IR T,

acceptor RNA

amino acid accepting
RNA

ZRR RNA
7R
RNA

154

aminoacyl transfer RNA
(aminoacyl-tRNA)
(AARNA)

72/ 7 YIVER
BRNA, 73/
7 )L tRNA

aminoacytRNA binding 7 3 / 7 ¥ )V

enzyme tRNA 5 &R
antisense RNA TVvFRVA
RNA
| complementary RNA HEAHTY RNA
(cRNA)
! double-strand[ed] RNA - A$4 RNA,
H$H RNA
1l heterogenous nuclear ~ 7 1% RNA,
RNA (hnRNA) SUEN RNA
| initiator transfer RNA BH 45 ¥ % RNA
(initiator tRNA) (BH%5 tRNA)
isoacceptor transfer RNA A V77 & 7%
—Ii5f% RNA
11l messenger RNA Ay Yyr—
(mRNA) RNA, 54V A
K8, {54 RNA
mitochondrial RNA Sravryy
(mtRNA) RNA

-scope/ -scopy

o pathogenic RNA i RNA
{|ribosomal RNA (rRNA) U XY —ZA RNA
= satellite RNA #7574 F RNA
single-strand[ed] RNA  — & #4 RNA,
—H# RNA
small cytoplasmic RNA  #ll Jiid & 15 2 7
(scRNA) RNA
small nuclear RNA % W& 5 1
RNA
suppressor transfer RNA ¥ 7L ¥ —I5f
(suppressor tRNA) RNA
synthetic messenger EEA Y
RNA ¥ — RNA
i template RNA ##7 RNA
transfer RNA (tRNA) FIVAT 7 —
RNA, B Y R
%%, 5% RNA

-scope/ -scopy

O Aa—7"scope I3 “~% MM, ~ZBETIIEE", @ A3t —scopy I “~%H?
Hik, ~OBEE OBERTHEEET, £2-40 L L 241 ICZ2NFhoOMENZRT, &,
~spectroscopy & Z DEHEZEIC OV TIFYIEH 2SI N,

| atomic force microscope  Ji{ T[] /7 BEEE
o confocal laser scanning LS L —9—
microscope AT IR R

confocal microscope R R

-1 electron cryomicroscope  H{FIE 7 BEAK

%

electron microscope T WEME
endoscope NS

' fluorescence microscope HU YA

155

11 high resolution electron 1547 fi#AE i 7~ E
microscope (HREM) s
high voltage electron 0 B - R
microscope (HVEM)
| interference microscope TP BH S
interference T ea
spectroscope
| laser microscope L —3F — B
light microscope o WEDE
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~spectrometer / ~spectrometry / ~spectrophotometry/ ~spectroscopy/ -spectrum

hydrocarbon of acetylene 7t F L »%ljRk

series (ethyne series)

hydrocarbon of ethylene
series

fbk#E (=7
V)

IF L RYIHR
fbAk#E (7
)

hydrocarbon of methane ~ * ¥ > 5l 5é{lsk
series Fz(PNVAHY)
ionization series A A L5l
Irving-Williams seriesof 7—E ¥ 7 -7
stability LYV TLRD
LEERI
lanthanum series 7 v 8 v %5
Lyman series 74 < %5
lyotropic series eI

1| neptunium series

QA RNy NN
bl

o) principal series EEYl|
| radioactive series EH RS ()
(radioactive decay SHEZE 2 5))

series)

| spectral series

AT FVIHR]
Yl

spectrochemical series 43 Y&{b2- %51
| thorium series NN
transition series HER R
| uranium-actinium series V7 v -7 7 F
=7 LR
uranium series A S Y|

13l microscope WECEE scanning tunneling A 3L
microspectroscope PE CE microscope (STM) T
! near-field optical W ESSGFBE spectroscope ek
microscope B ' telescope H i
o) polariscope (polarimeter) feat, fWYEalE transmission electron 25T A T WA
polarization microscope  fii YA microscope (TEM) B
- scanning electron T 7B two photon microscope =¥ B
microscope (SEM) i | ultramicroscope PR AV S
scanning laser EERL —Y— ultrasonic endoscope BN
microscope (SLM) ae ultrasonic microscope T R SR
o Cryoscopy VREIE] i e T (1] 11| microscopy SRR
-l electron impact i 52 5y 6 | radioscopy XEREH ]
spectroscopy (EIS) L[] | spectroscopy L]
electron microscopy Gk | ultraviolet spectroscopy £+ ]
i im::;l;(())i::);t;on %;[E{jﬁ]% B \/ visible spectroscopy A1)
infrared spectroscopy ivi S AR
~series

Y =X “~ [R]F] oERTERET,
DREN %2 2-42 1TR T,

~ | acetylene series

actinide series

actinium series

alkane series

alkene series

aliphatic series

T F LRI
77 F = ¥ RF

TIF= L%
3l

%Pz Yl
T VR
ISl

aromatic series

FAEOTLHEPILEMR ORI Ao, %

TR

o) Balmer series

L —RF

¢ decay series (radioactive HA¥ERF (fifs

series) W2 51)
diffuse series N e
| electrochemical series  BXLERT
1 homologous series [R5

~spectrometer / ~spectrometry / ~spectrophotometry/ ~spectroscopy/

-spectrum (pl. spectra)
D AR raXA—F—

spectrometer & “

2-47) DEDKLFTH B,

| chemical ionization mass {24 4 VL&

spectrometer (CI-MS) BoOhrEt
crystal diffraction i aEl BT oeET
spectrometer
s/ double beam FTIE — L5y
spectrometer YeEF, R
grotaEt
double-focusing mass ZEICRE RS
spectrometer Ml
-1 electron spectrometer BTk

~artEt, ~aHEE (£ 2-43), @ A7 Fax
b U — spectrometry 1& “~430 [i], ~abr k17 (£2-44), @ A7 tmr 74 FX MY
— spectrophotometry 1 “~43 R (3 2-45), @D 2 X7 } 1 A 2 £ — spectroscopy & “~
S [T 1 (£2-46), ® A7k F 4 spectrum (3 “~Z 7 b)L [IK], 00 (K] (%
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energy dispersive I L X =3
spectrometer (EDS) (1] 45521
i far-infrared spectrometer JEIRIEEE

Fourier-transform VARDIES i
spectrometer JeEF
| grating spectrophotometer %73 NOGEEG]
| infrared (IR) o eEr
spectrometer
111 mass spectrometer v
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4-4 &

A (1aw)

| Amagat’s law 7 A —DiEH]
Avogadro’s law 7R Fu Dk
A1
o) Boyle’s law RA VDR
Boyle-Charles’ law RANL - v
LD EH]
Boyle-Gay-Lussac’slaw R A )L - /7 A -
Jaty 7D
el
Bragg’s law 77 v 7 O]
-1 Chargaff’s low XN T D
A
Charles’ law ¥ LIV DTER
Coulomb’s law 7 —u v Okl

crystallographic first law

Curie’s law

FE A Dk
HiJ

F 29—

| Dalton’s law of partial

PV v oaE

pressure DIEH
Debye-Hiickel limiting FTNA -2y
law 77 )V DR IR
A
definite proportions law % Htffil i HI|
dilution law FRDPLH]
distribution law SHLEH]
Dulong-Petit law Fany-7T5
« DIEA
-1 Einstein photoelectric TAVY a4
law VLRI
Einstein’s law TAvYaYA

v DA

Einstein-Planck law TAVadA
V-7
DIEH
i Faraday’s law 77 7T — Dk
Hi
Fick’s law 7 4 v 7 OB
first law of diffusion Nk i N
first law of Buorss —k Al
thermodynamics
+|| Gay-Lussac law A -V aty
7 DIEH
Graham’s law 75N D]
1! Harkins’ law N—=FV ADH
Hi
Henry’s law AV ) — DA
Hess’s law AN DEH]
Hooke’s law 7 v 7 DA
| ideal gas law PR R IR
[|Joule’s law ¥ 2 — )L DA

< Koholrausch’s square

e B | P AT

root law DI
Kopp’s law a vy 7 OEH]
|| Lambert’s law 7 v L kDR
ol
Lambert-Beer’s law Tk - R
— L DA
law of conservation of IV X — R
energy DA
law of conservation of B O

mass

law of conservation of
momentum

law of constant
proportions (law of
definite proportions)

law of dominance

law of electrolysis

law of gas effusion

law of gaseous reaction
law of independence

law of independent ionic
migration

law of mass action
law of mobile equilibrium

law of multiple
proportions

law of partial pressure
law of partition

law of photochemistry
law of reciprocal

proportions

law of segregation

Le Chatelier-Braun’s law

B RRAF DIk
il

E Ll o 11|

I

R IREDIEN]
(7777—
DIEH)

SR HL D 1]
(91D
A0

SR BE DEER
W7D

A A VS
DEH]

HEMEA OB
P By DIEH
LB D1

SIEDBEA] (F
kDS
DIEA)

SleoEAl, 4y
e

b | a==or: ]

HHH Lt o> v A1l
(Ve —n
el

Syl

VI N
79 v Dk
Hi

11/ mass action law

4-4 & B (law)

HEEM O

Maxwell’s law of velocity <27 A% =)V D

distribution

Mendel’s law

Ly Ai HI)
X VTN

11| Nernst’s partition law

IV A DG

[TRESl|
| Ohm’s law F— LDk
Ostwald’s dilution law FAFTNED
ECLNES
o) partition law SR
Pascal’s law 2SR VDA
periodic law SRR
Planck’s law 77 v 7 DAl
1| radiation law TR
Raoult’s law 77— D]
rate law bugaa]
reciprocity law is)raERill
Richter’s law Y k¥ —DiEH]
< second law of Byofss TR
thermodynamics
second-order rate law ZRMEH
Snell’s law A Z VD]
Stokes’s law A+ =2 ZADik
I
| third law of B AR =)
thermodynamics
\/ van’t Hoff’s law of 77 bRy 7
osmotic pressure DEE
Volta’s law RV DA
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4-5 i

# (mechanism)

4-6 A

7% (method)

4-6 A

3% (method)

| association mechanism &R
(associative
mechanism)
« cellular mechanism A b
chain mechanism SRS
¢ dissociative mechanism  fi#BfEHRE
-1 Eigen mechanism T A7 R
i Forster mechanism 7 2 IVAY —1&
i
| Grotthuss mechanism Juay by AD
TG
1l Haber-Weiss mechanism N —/S— -7 A
A
| Indian twist mechanism £ ¥ 7«4 7 ¥ 13
U ubshE
inhibition mechanism THIBRAS
inner-sphere mechanism P&
insertion mechanism ECIN 7

) ordered mechanism TE R R B
organic reaction =t A i
mechanism
outer-sphere mechanism /| BB
o| Perutz’s trigger VYD YA
mechanism — R
| Ray-Dutt twist LA -y to
mechanism U bk
reaction mechanism OGRS
reciprocating mechanism {315
rhombic twist FoYapir b b
mechanism &
Rice-Herzfeld FA A -~V
mechanism 7 )V DO
1§
Rideal mechanism U T — VR

| sequential mechanism

e

interchange mechanism X % i (1 1% Sy1 mechanism SN;@?%}%E
(I mechanism) A%
) JEBERE)
internal conjugate base NI L% I A% . .
mechanism (ICB 5 (ICB #h%) Sy2 mechanism Sn2 1% R oy
mechanism) TR E R
; = JOBERE)
| Lindemann mechanism V) ¥ 57 VB i i
1| trigonal twist mechanism = L
11/ molecular mechanism Pamma i & i
188

ab initio molecular orbital 7 74 = 44y

method (nonempirical T (G
molecular orbital FRER 94 T
method) )
ab initio method T TA = Ak
(7R E ¥
bl
absolute calibration AR YRR Se N
method
absorption method WEEE M, WK
e E LR
active carbon dating TE R AR
method PE T
agar filtration method FER 5 ik
Akabori’s method iNTbeS
atomic orbital method J i
base-line method N—RA 74
Beilstein’s method NANY 284
vik
Benedict method RET7T4 7 Mk
Bijvoet method NA Ty F DS
%
biological nitrification-  ZE#2ERUREALIIE
denitrification method Zsyk
Bradford method 779 K7 %—
R
branched DNA probe 43 Iz #1 DNA 7
method u— 7%
buffer method FEER
caron 14 dating method ~ j& 3 14 4 U]
TER

189

chemical ionization {2 A A Ak
method (CI method) (CI1%)

chemical method b 5 1k

chemical relaxation =73 1Ms
method

chemiluminescence gk
method

chromatographic method 7 w~< t2'7 7
(chromatographic e
technique)

colorimetric method ek

combustion method PRBE

comparative method Feigsk

compensation method R

condensation method HEERVE, IRAETR

continuous variation UG (AR
method

conventional method Tk, fekik

coprecipitation method ~ I:PLik

correction method TRER

Cotton-Kraihanzel ay bv-79
method ANV

cryoscopic method BRI b Nk
(cryoscopy)

crystal pulling method ~ #5f51 & LIk

cyanate method 7=k

cyanmethemoglobin T VAT
method Juav vk

dating method M EE

differential method AN:=3i N

dilution [assay] method — #BR[MaE]i%k



